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Abstract: Present communication is the first report on the cytological and karyotypic analysis of an ecologically and economically important 
species of freshwater crab,  (Decapoda: Brachyura) from India. Such aspects of freshwater crabs, in particular, Maydelliathelphusa masoniana
have been least investigated probably because of the comparatively small size of their chromosomes which pose a significant problem in 
handling the material. Colchicine treatment of 48 hrs gave efficient results in respect of the degree of condensation of chromosomes. The 
cytogenetic study revealed the diploid number of 96 chromosomes and sex chromosomes were indistinguishable. The karyotype indicated the 
presence of 8 metacentric, 1 sub-metacentric, and 39 telocentric chromosome pairs. The haploid karyotypic formula for Maydelliathelphusa 
masoniana could be inferred as n = 8m+1sm+39t. The length of the chromosome varied from 0.35µm to 1.15µm. The present study will help in 
planning intra and interspecific hybridization/breeding programmes besides solving various taxonomic ambiguities.
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Within Crustacea, the most species-rich order is 

Decapoda and despite being ecologically and economically 

important there is very limited knowledge regarding their 

karyology. This extremely multifarious group plays an 

important role in the aquatic trophic relationships and a 

variety of them are economically significant as they are used 

for human consumption, for the treatment of stomach and 

respiratory ailments in different countries around the world. In 

the freshwater ecosystem, they shred the leaf litter and dead 

remains of animals into small pieces, thus play a significant 

role in nutrient recycling. Despite the importance of this 

group, cytogenetic studies of crustaceans have less been 

investigated owing to the difficulty encountered while 

handling the decapod chromosomes as these are usually 

small-sized, numerous, and highly condensed (Gonzalez-

Tizon et al 2013 and Phimphan et al 2018). Decapods have 

the highest number of chromosomes in the animal kingdom. 

Large differences in the number of chromosomes are found 

even among the related decapod species. Crabs are found 

both in the marine and freshwater ecosystems. At the global 

level, freshwater crabs make up 1564 species placed in six 

families.            

Maydelliathelphusa masoniana (Fig. 1) is a freshwater 

crustacean along Ganga and Brahmaputra valleys ranging 

from Punjab to Nagaland (Brandis and Sharma 2005). From 

the Jammu district, this species has been reported from the 

Gho-Manhasan stream and the Chakrali stream (Bandral et 

al 2014). It belongs to the family Gecarcinucidae, infra-order  

Brachyura of the order Decapoda in the class of 

Ma lacos t raca  o f  th e  s ub -phy lum Crus tac ea .  

Maydelliathelphusa masoniana is a commonly occurring 

dark- chocolate brown colored, bearing heterochelous 

chelas in both sexes. Carapace width and chela length are 

bigger in males than females. During the daytime, they prefer 

to live in the burrows closer to the water level and at night they 

come out for feeding. Freshwater crabs are the efficacious 

bio-indicators of a multitude of environmental factors. They 

are good indicators of the pollution of water bodies, so 

knowledge about their distribution and ecology is paramount. 

Some important cytological investigations on crustaceans 

are those made by various workers (Ashraf et al 2010, 

Radwan et al 2014, Swagatika and Kumar 2014, Jara-Seguel 

et al 2020, Iannucci et al 2020 and Jasrotia and Langer 

2021). Karyotyping and molecular markers are significant 

taxonomic tools for evaluating the diversity between the 

species, subspecies, and population (Kore et al 2016, Kumar 

et al 2017, Mir et al 2017 and Omar et al 2019). Karyotyping 

can be used to determine the fundamental information about 

the number, size, and morphology of chromosomes. The 

present finding is the first report on the various meiotic 

stages, karyotype, and standardized idiogram of 

Maydelliathelphusa masoniana from J&K UT.

MATERIAL AND METHODS

Specimens of  used in Maydelliathelphusa masoniana

this study were collected from the Gho-Manhasan stream 


